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Research Teams working on plant pathology and quarantine organisms
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Istituto per la Protezione Network of  public University of Bari - Dip. di

Sostenibile delle Piante, CNR laboratories Scienze del Suolo, della Pianta e
degli Alimenti (DiSSPA), Plant

Pathology section




P2: Consiglio Nazionale delle Ricerche - CU}L‘X
Funded by the European Union Istituto per la Protezione Sostenibile delle Piante H2020-MSCA-RISE-2016

CURE-XF - 734353

P3: University of Bari « Aldo Moro » - Dipartimento di Scienze del Suolo, della Pianta e
degli Alimenti — Sect. Plant Pathology

» consolidated experience in PLANT PROTECTION in agriculture and forestry,

» Personnel cover all fields of PLANT PROTECTION INCLUDING INVASIVE PATHOGENS (viruses, pytoplasmas, bacteria and
fungi), insects, mites nematodes and weeds.

» The research activity of CNR-UNIBA unit harmonizes BASIC AND APPLIED RESEARCH to understand and manage plant
pest and diseases.

» Training activities are well sustained by UNIBA-DiSSPA that manages a PhD course in Plant Protection

CURE-XF Kick-off Meeting
CIHEAM Bari 28-29 September, 2017



Funded by the European Union
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» location (s)

a

S

Brindisi

/" Otranto
Gallipoli 5

> staff number

more than 15 (full professor, senior and young researchers, phD students)



Funded by the European Union

PSP

Joint Laboratories for plant pathology at UNIVERSITY OF BARI
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> Main activities:

Pathogen detection using different approaches
Characterization of unknown/novel pathogen
Evaluation of the host-pathogen interactions
Evaluation of host plants susceptibility/resistance
Sanitation of virus-infected materials using
thermoterapy and in vitro meristem tip culture
production of pathogen-free germplasm




> Main facilities and acitvities CQBE%%

Funded by the European Union H2020-MSCA-RISE-2016
> Labs CURE-XF - 734353

Facilities available to conduct specific research on Xylella fastidiosa

* Laboratory authorized to manipulate the living bacterial cultures (isolation and culturing of X. fastidiosa)
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Facilities available to conduct specific research on Xylella fastidiosa

* Reference Laboratory for the diagnostic tests: application of validated tests and development of innovative tests
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Facilities available to conduct specific research on Xylella fastidiosa

* Development of rapid assays for subspecies assignment

Real=Time PCR and HRMIanalysis

Difference Curve

Difference RFU

Temperature

b
Percent

Sample Cluster confidence Tm

ST6 Cluster 1 99.3 83.80
ST7 Cluster 1 98.9 83.80
AlmaEm3 Cluster 1 96.5 83.80
BB08-1 Cluster 1 99.0 83.80
RBCF119 Cluster 1 97.8 83.80
Dixon Cluster 1 954 83.80
Sandyi Cluster 1 98.7 84.00
J4 Cluster 2 94.4 84.20
J33 Cluster 2 93.1 84.20
CoDiRO Cluster 2 97.9 84.20
ST73 Cluster 2 96.3 84.00
J2 Cluster 2 88.3 84.20
6570 Cluster 2 96.1 84.20
tem Cluster 3 98.3 84.40
WM-1 Cluster 3 98.5 84.40
CO33 Cluster 4 92.5 85.00
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CURE-XF - 734353
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runded by the Europeanunion  FACIlItI€S @vailable to conduct specific research on Xylella fastidiosa  ozowscarise-20

CURE-XF - 734353

» Use of next generation sequencing approaches to characterize the bacterial genome and to investigate
the host response to infections (transcriptome analyses)
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Illumina facilities uses flow cells for sequencing cBOT

loads libraries onto the flow cell by manifold system
and generates clusters
Equipments available for Bioinformatic analysis service:
1




Facilities available to conduct specific research on Xylella fastidiosa

Funded by the European Union H2020-MSCA-RISE-2016
CURE-XF - 734353

* Greenhouses: containment facilities for the in-vivo manipulation of the bacterium in planta
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Facilities available to conduct specific research on Xylella fastidiosa CREXF

Funded by the European Union H2020-MSCA-RISE-2016
CURE-XF - 734353

* Greenhouses: performing pathogenicity tests
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Facilities and experimental plots in the infected area Hzozoﬁ&i_m

CURE-XF - 734353

Funded by the European Union

» Screenhouses, field plots and facilities for conducting applied researches

- Study of the temperature influence on the Xylella-disease development

- Host response to infections under natural inoculum pressure (evaluation of susceptible/tolerant/resistant germplasm)
- Studies of the infections upon vector-trasmission ey
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Funded by the European Union

» Accomodation

campusy ) (e,

CAMPUS HOTEL
http://www.campusx.it/bari/

Hostel/residence
600 BEDS, Olympic swimming pool Hotel /residence
Wifi, Shuttle, Study and meeting rooms Single, double, triple rooms
Restaurant Bar, restaurant
Wi fi, shuttle

CURE-XF Kick-off Meeting
CIHEAM Bari 28-29 September, 2017



Funded by the European Union

» Projects :

H2020-MSCA-RISE-2016
CURE-XF - 734353

H2020 (CNR coordinator, UNIBA partner)

On emerging pests threatening

EU agriculture and forestry: 9] A multidisciplinary research
- Xylella fastidiosa XF approach counteracting Xf
- Calsol o threat with a full awareness
- Hymenoscyphus fraxineus (Hf) o ACTORS of environmental, economic
and Phytophtora spp and social impacts

AT REGIONAL LEVEL:

STIPIXY, TAPAS , REDOXY, EPIZIXY

evaluation of susceptible/tolerant/resistant germplasm
strategies for the control of Xylella-induced diseases

Identification of host species in Salento

CURE-XF Kick-off Meeting
CIHEAM Bari 28-29 September, 2017
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CURE-XF - 734353

Eur J Plant Pathol
Phytopathology * 2017 * 107:816-827 * http://dx.doi.org/10.1094/PHYTO-12-16-0420-R DOI 10.1007/510658-016-0894 (
o /S - -X
e Xira*
Genome-Wide Analysis Provides Evidence on the Genetic Relatedness
of the Emergent Xylella fastidiosa Genotype in Italy to Isolates . . e .
from Central America Intercepted isolates of Xylella fastidiosa in Europe reveal novel
Annalisa Giampetruzzi, Maria Saponari, Giuliana Loconsole, Donato Boscia, Vito Nicola Savino, Rodrigo P. P. Almeida, gen Ctlc leCl’Slty
Stefania Zicca, Blanca B. Landa, Carlos Chacon-Diaz, and Pasquale Saldarelli
First, third, and fifth authors: Universita degli Studi di Bari Aldo Moro, Dipartimento di Scienze del Suolo della Pianta e degli Alimenti, via N / N : : M 9
Amendola 165/A, Bari, Italy: second, fourth, seventh, and tenth authors: Consiglio Nazionale delle Ricerche, Istituto per la Protezione (" LOCOHSOIC * I\l‘ Saponarl ¢ D‘ BOS cia - (" D Attoma -
Sostenibile delle Piante, Bari, via Amendola 122/D, Bari, Italy; sixth author: Department of Environmental Science, Policy and Management, / / i.CL P - ie > P s
University of California, Berkeley, CA, 94720-3114; eighth author: Institute for Sustainable Agriculture, Consejo Superior de Investigaciones M. Morelli (" P. Martelli - R. P. P. Almeida
Cientificas, 14004 Cérdoba, Spain; and ninth author: Centro de Investigacién en Enfermedades Tropicales (CIET), Facultad de Microbiologia,
Universidad de Costa Rica, 2060 San José, Costa Rica.
Accepted for publication 7 April 2017.
DOI101186/12864-01628339 BMC Genomics
Journal of Plant Pathology (2014), 96 (1), 7-14 % Edizioni ETS Pisa, 2014

o .rs . CrossMark LETTER TO THE EDITOR
Transcriptome profiling of two olive ®

cultivars in response to infection by DETECTION OF XYLELLA ggggz())%olsci iN I\%L]}I\g(z) gISzEEs BY MOLECULAR AND
the CoDIiRO strain of Xylella fastidiosa

subs p. pauca G. Loconsole!, O. Potere?, D. Boscia!, G. Altamura’®, K. Djelouah?, T. Elbeaino®, D. Frasheri*, D. Lorusso®,

o p o L L _ . . F. Palmisand’, P. Pollastro’, M.R. Silletti’, N. Trisciuzzi’, F. Valentini*, V. Savino? and M. Saponari!
Annalisa Giampetruzzi', Massimiliano Morelli®, Maria Saponari, Giuliana Loconsole’, Michela Chiumenti®,
Donato Boscia‘j, Vito N. Savino‘, Giovanni P. Martelli' and Pasquale Saldarelli®”
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